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3 851 TCAGGGAGAA CCATAATCAG GGGGAGCCAT AATCAGGGGG AGCCATAATC 

3901 CAAGGGAACC ATAATCAGAA TAT AC TGTAT GAAAAAAATT CTATTTTCAA 

3951 TAAAAAAAGA ATAAAAAAAA AACAGTCTGA CTGAAGAATA GCACTTGGTA 

4001 AGTAACTCTT GTTATAACAA TCCATATCAA ATGCCCTGCC TGTGTTAGCA 

4051 AGTTAAGAGA AAAGATTATT CCAAGAGATC CAAGTCTCCT TCAAAACCAA 

ZT.S1 

4101 GTGTGTACAG AACATTGTCT GAGGAGTAAG ATTGCATTTG GCAACATGCA 

4151 TGTCTTTAAT GGTGTGGAGA ATTTC A^TGQ hQTTQ QChQQ TC^GAAAGCA 

JP.AS12 

4201. CACTGGTGAA AAATGGAGAG AATAGATATA TCCTTTGAGA AATTTGGTCT 

42 51 CAAAAAGTAG GGTATCAAAT TACTTGGTGT CTGTGAGATC AATTGGTTGT 

43 01 CTCTGTAGGT TAGCTTACAT AGGAGACAGG AATAAGTGAA GGAGAGAAGG 

43 51 GAGGACATTG GAGCACCCAA GGAGAGAGGG ACCTTCCTCC TAAAAGTGAA 

4401 TGAGGTGGCC TTCATTCCAA GGAGAAGAGA TTCAGGTCGC CCGGGAAGAT 

4451 GAGGGACCAA CATCCACAAG GAATGGCAGG AAGTCATCCT GTGTGCATAA 

4501 ATGGAGAGAG GGGGTCAAAG ATGGAGCAAA GAAGGATGAG CAAGAAAATG 

4551 GTGGATGTGG ATACTCTGAG GATGGCCTGG CTGTGGTGAG CAAAATGTGG 

4601 GCAAAGTGGC ACTCCATGAA CAAGACAGCT TGCTCTGTTT GCAGATCCTT 

4651 AAATAAAGGC ACATGGCATG CCATGGAGGC TAGGGGAGTG GAGGGGAAAG 

47 01 GT AT AT AG AT AGATGCAGAA GTACCAGAGG AGCCAGGAAG GACAGGAGTA 

4751 GGAGGGACAG nTTTGC ACAA GGCTTTGTCC TCTCCCCA CC AGCTCTCTCT 

OP. ASH 

4801 CCCTTCTGTA TATGCACATA CACAGTGAGC TAGTGTGCAT ATGTGTGCAC 

4851 ATATGCATGT GATGAACAGA GGCCAGTCTT GGGTGTCAGT CTTCAGGCCC 

4901 TATCTACCTT GTTTTTG AG A . CAATCTCACT TGAGTGAGTT GAGTGACTCT 

4951 CCTAGTATTC TACAGAGGTT TCCTCAGGTG GGGAGGAATG GGTGGGAGAA 

5001 GCAAATTTAA GACTGGTTGA TTTCTTGAAT TTCAGTGGGC TTGGGAAATA 

5051 GCAGCTATAT ATTCAGTTTC CTCGTTCCTG GCTGGCTTCC TGGGGTGATC 

5101 AGAGCAGAGT ATAGTAGCCC TGTGTGGCAG TCACACCAAG CAGACAGAAG 

5151 ATAGGGCATG GCTCTGGTGT GGCTGGTAGA CATAGGAAAG GATCCTTGTA 
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